Value-added

Genomics Services

» Experimental Design & Consultation
» Open Platform Array Services

e Comparative Genome Hybridisation

e ChlIP-on-chip and DNA Methylation

e Exon and Splice Variants Analyses

e Gene Expression Profiling

e MiRNA Expression Studies

e SNP and Genotyping
» NanoString Digital Probe Validation
» Luminex Biomarker Bead Array

» Next Generation Sequencing
e Transcriptome Analysis w
o Gene Regulation Analysis
e Library Preparation and Validation
Data Analysis and Warehousing
High-throughput Multiplexing Assays
Protein Array Development
Customised Array Printing
Bioanalyzer Lab-on-a-chip
Protocol Development

Quality Assurance
Pilot Studies
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Affymetrix GeneChip

Whole Genome Discovery
GeneChip® Technology
Expression Analysis

e Gene and Exon arrays
miRNA Profiling

SNP and Tiling Arrays
Biomarker Research
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Agilent Technology

» Open Platform
e ChIP-on-chip and DNA Methylation
e Comparative Genomic Hybridisation
e Gene and miRNA Expression
e Splice Variant and Exon Analyses
» Custom-designed eArrays
e Free custom probe design
e Multiple formats
(1M, 244K, 2x400K, 2x105K, 4x180K, 4x44K, 8x60K, 8x15K)

Bioinformatics Services

Experimental Design

Data Analysis and Consultation
Data Warehousing

Secure User Portal

In-house Annotation & Searches
Linked Databases to NCBI, UCSC,
PubMed & Others

e MiCroarray centre

university health network

Welcome to the Microarray Center's User Portal

‘Microarmay project informalion. progress and data. Online. Secure.

lllumina Microarray and Sequencing

Whole Genome Expression
DASL Gene Expression

e Degraded and archived FFPE extracts
SNP and CNV Analyses

DNA Methylation
Next-Generation Sequencing

e Gene regulation analysis

e Transcriptome analysis

e Library preparation and validation

NanoString Technology

» Digital Barcode Technology

» Direct Measurement
e MRNA and miRNA Expression
e Custom and Virtual Codeset Designs
e CNV Analysis
Amplification-free Technology
Direct input of samples
e Total RNA from cell or blood lysate
o Archived FFPE extracts
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2. Purification

Expression profile of FFPE samples
on Whole Genome DASL array

Luminex xMAP® Technology

Multiple-analyte bead-based assay
High-throughput detection
Versatile applications

Cytokines, chemokines and growth factors

Cellular signaling molecules

Cancer markers

Endocrine and metabolic markers

Hybridized Complex Excess Probes
4. Image Counting

5. Data Collection

illumina’




